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This table shows the top 200 genes whose copy number correlates with the mRNA expression levels. 

The ROC area and the product of correlation coefficient and ROC area for these 200 genes were also

included. Unigene Cluster ID was used in case of no symbol available for the gene.

Symbol (or UGCluster) Cytomap Seq_pos in chro17 Corr. Coefficient ROC area Product 

WSB1 17q11.1 25472976 0.793 0.914 0.725

FLJ22729 29077874 0.786 0.527 0.414

NUP88 17p13.2 5189730 0.783 0.749 0.587

TIMM22 17p13 854125 0.751 0.57 0.428

GOSR1 17q11 28656316 0.737 0.581 0.428

GGA3 17q25.1 73696852 0.732 0.618 0.452

FLJ20343 17p12 15845837 0.728 0.644 0.469

HSA277841 17p13.2 3665630 0.717 0.532 0.382

KIAA1936 17p13.3 1633654 0.698 0.626 0.437

MTMR4 17q22-q23 56911091 0.679 0.607 0.412

SRR 17p13 2158057 0.666 0.56 0.373

KPNA2 17q23.1-q23.3 66449342 0.653 0.727 0.475

ITGAE 17p13 3568731 0.650 0.575 0.374

Hs.97579 30578670 0.649 0.884 0.573

FLJ20291 17q12 36867784 0.642 0.528 0.339

MGC10986 17q23.3 62114073 0.624 0.739 0.461

MGC9564 17q11.2 26577922 0.621 0.53 0.329

PSMB3 17q12 36819339 0.618 0.713 0.440

PRPSAP1 17q24-q25 74771126 0.617 0.616 0.380

MNT 17p13.3 2238164 0.614 0.623 0.383

NCOR1 17p11.2 15878314 0.610 0.663 0.405

C17orf31 17p13.3 1913947 0.609 0.657 0.400

Hs.116608 34859858 0.605 0.547 0.331

ULK2 17p11.2 19581984 0.599 0.824 0.494

CGI-150 17p13.3 616297 0.599 0.515 0.308

TUBG1 17q21 40670497 0.599 0.565 0.338

RUNDC1 17q21.31 41041346 0.597 0.632 0.377

RAB11-FIP4 29568539 0.595 0.786 0.468

DDX48 17q25.3 78671265 0.584 0.724 0.422

ABR 17p13.3 890975 0.575 0.648 0.373

CRK 17p13.3 1274828 0.574 0.604 0.347

USP32 17q23.2 58598318 0.571 0.6 0.342

SOCS7 17q12 36466751 0.565 0.646 0.365

AKAP10 17p11.1 19713270 0.565 0.711 0.401

FLJ32384 17q21.31 43257198 0.564 0.574 0.324

Hs.131218 16393421 0.559 0.846 0.473

KIAA0753 17p13.1 6426434 0.558 0.568 0.317

MINK 17p13.2 4687410 0.554 0.512 0.284

VAT1 17q21 41075386 0.551 0.699 0.385

ANKFY1 17p13.3 4019416 0.550 0.794 0.437

MGC45714 17q11.2 26536557 0.547 0.69 0.377

FN3KRP 17q25.3 81204368 0.545 0.593 0.323

ABR 17p13.3 860507 0.545 0.474 0.258

ZNF286 17p11.2 15565587 0.541 0.509 0.275

GEMIN4 17p13 601606 0.536 0.578 0.310

ZNF403 17q12 34632451 0.535 0.7 0.374

TUBG2 17q21 40720075 0.534 0.646 0.345

Hs.514626 17p13.3 66589599 0.534 0.448 0.239

Hs.12489 5319360 0.533 0.604 0.322

GPS2 17p13 7161760 0.530 0.699 0.371

NT5M 17p11.2 17149704 0.523 0.558 0.292

LOC339229 17q25.3 80192061 0.522 0.635 0.332

TRIP3 17q12 34573430 0.512 0.671 0.344

ATPAF2 17p11.2 17864634 0.512 0.739 0.378

YWHAE 17p13.3 1198256 0.512 0.446 0.228

DKFZP586M1120 17p11.2 17819272 0.509 0.575 0.293

EZH1 17q21.1-q21.3 40761058 0.509 0.837 0.426

BRIP1 17q22-q24 60101846 0.502 0.822 0.413

ARRB2 17p13 4564592 0.501 0.547 0.274

Hs.132741 17q11.2 28912950 0.498 0.622 0.309

TADA2L 17q12-q21 35498236 0.497 0.541 0.269

SYNGR2 17q25.3 76625743 0.495 0.573 0.284

SDK2 17q25.1 71798327 0.495 0.461 0.228

CRLF3 17q11.2 28961571 0.495 0.613 0.303

TK1 17q23.2-q25.3 76631255 0.493 0.677 0.334

ITGA3 17q21.33 48475809 0.492 0.659 0.324

C17orf31 17p13.3 2009956 0.491 0.432 0.212

GSDML 17q12-q21.1 37971187 0.491 0.427 0.209

RAD51C 17q22-q23 57112041 0.486 0.506 0.246

PRPF8 17p13.3 1504733 0.485 0.549 0.266

CDC6 17q21.3 38352909 0.484 0.718 0.347

SLC43A2 17p13.3 1480276 0.483 0.749 0.362

CGI-48 17q21.33 49679988 0.482 0.818 0.394

COG1 17q25.1 71655527 0.480 0.727 0.349

MYH10 17p13 8427167 0.479 0.426 0.204

FLJ10156 17p13.2 6292578 0.479 0.782 0.374

MGC10744 17p13.1 8019094 0.476 0.568 0.270

FLJ30656 17q21.31 42122768 0.474 0.649 0.307

UBB 17p12-p11.2 16227422 0.474 0.475 0.225

LOC90110 17q21.2 37319253 0.472 0.693 0.327

Hs.531067 45429514 0.470 0.54 0.254

Hs.157726 17q24.3 71052045 0.469 0.51 0.239

LOC57151 17q11.2 34110181 0.468 0.709 0.332

DKFZP566H073 17p13.2 4788434 0.467 0.565 0.264

EPN2 17p11.2 19045363 0.466 0.689 0.321

ALDH3A2 17p11.2 19456609 0.466 0.548 0.255

CHD3 17p13.1 7734890 0.462 0.753 0.348

PITPN 17p13.3 1374325 0.461 0.797 0.368

RAD51L3 17q11 33276058 0.453 0.589 0.267

SSH2 17q11.2 27919349 0.452 0.666 0.301

TLK2 17q23 60897322 0.450 0.597 0.269

SREBF1 17p11.2 17572342 0.449 0.459 0.206

SFRS1 17q21.3-q22 56422934 0.446 0.775 0.346

ERAL1 17q11.2 27033912 0.444 0.574 0.255

TRIM37 17q23.2 57417428 0.444 0.52 0.231

ATP6V0A1 17q21 40519626 0.444 0.706 0.313

THRAP1 17q22-q23 60417899 0.443 0.655 0.290

ACLY 17q12-q21 39931944 0.442 0.499 0.220

SLC43A2 17p13.3 1479384 0.440 0.627 0.276

NSF 17q21 44678641 0.436 0.694 0.302

ARHT1 30319533 0.435 0.796 0.347

P2RX5 17p13.3 3527332 0.434 0.678 0.295

PPY 17q21 42028937 0.433 0.695 0.301

FLOT2 17q11-q12 27058227 0.429 0.666 0.286

UBE2G1 1q42 4123890 0.428 0.568 0.243

KLHL11 17q21.2 39918563 0.427 0.725 0.310

NXPH3 17q21.33 47995557 0.426 0.554 0.236

PDE6G 17q25 80177245 0.426 0.624 0.266

MGC20398 17q12 33137260 0.425 0.65 0.276

NF1 17q11.2 29272014 0.420 0.764 0.321

WIRE 17q21.2 38323049 0.416 0.708 0.295

MGC33894 17p11.1 21050720 0.412 0.588 0.243

ZNF207 17q11.2 30525874 0.407 0.611 0.249

MAP2K4 17p11.2 11979895 0.406 0.565 0.230

SRP68 17q25.1 74499302 0.406 0.74 0.300

SHMT1 17p11.2 18174243 0.406 0.745 0.302

RUTBC1 17p13.3 2191618 0.405 0.658 0.266

FLJ10385 17p13.1 7534605 0.404 0.758 0.306

HS3ST3B1 17p12-p11.2 14150226 0.400 0.561 0.225

PSMD12 17q24.2 65751574 0.398 0.709 0.282

AP2B1 17q11.2-q12 33762949 0.398 0.508 0.202

AURKB 17p13.1 8050591 0.398 0.626 0.249

THRAP1 17q22-q23 60364903 0.397 0.527 0.209

CAB2 17q12 37737732 0.396 0.73 0.289

H3F3B 17q25 74237653 0.396 0.634 0.251

GJA7 17q21.31 42892759 0.396 0.739 0.293

ATP2A3 17p13.3 3777977 0.395 0.714 0.282

BIRC5 17q25 76671423 0.392 0.805 0.316

PMP22 17p12-p11.2 15076152 0.391 0.953 0.373

TRAPPC1 17p13.1 7776645 0.391 0.55 0.215

STAT5B 17q11.2 40262248 0.391 0.701 0.274

MDS006 17p13.1 10544026 0.389 0.523 0.203

HCRT 17q21 40244842 0.389 0.593 0.231

NMT1 17q21.31 43149444 0.387 0.6 0.232

SPAG7 17p13.2 4807305 0.386 0.542 0.209

CDK5R1 17q11.2 30663262 0.382 0.689 0.263

FDXR 17q24-q25 73322783 0.380 0.627 0.238

FALZ 17q24.3 66328612 0.379 0.588 0.223

HELZ 17q24.2 65484095 0.378 0.568 0.214

C17orf35 17p11.2 21005781 0.377 0.651 0.245

MPP3 17q12-q21 41888933 0.376 0.674 0.253

MGC2744 17q21.31 41011309 0.372 0.603 0.225

ProSAPiP2 17q21.32 46114708 0.372 0.532 0.198

EXOC7 17q25.1 74541209 0.372 0.569 0.211

AANAT 17q25 74927762 0.371 0.617 0.229

LOC51321 17q24.2 66708760 0.369 0.775 0.286

KCNJ16 17q23.1-q24.2 68565509 0.369 0.613 0.226

PSMD11 17q11.2 30620211 0.368 0.557 0.205

FLJ31528 17q25.3 79764287 0.368 0.504 0.185

E2-230K 17q25.1 74850007 0.366 0.59 0.216

SKIP 17p13.3 1348681 0.364 0.671 0.244

Hs.110470 25416544 0.363 0.674 0.245

CDK5RAP3 17q21.32 46390507 0.362 0.634 0.230

NLK 17q11.2 26229425 0.362 0.58 0.210

Hs.444858 37633505 0.361 0.62 0.224

LOC90799 17q24.2 62920699 0.360 0.541 0.195

CCL18 17q11.2 34244461 0.360 0.604 0.218

ABC1 17q23.2 58462408 0.358 0.572 0.205

SREBF1 17p11.2 17658447 0.358 0.558 0.200

EIF4A1 17p13 7418953 0.356 0.604 0.215

FLJ32499 17p13.1 7703785 0.354 0.627 0.222

SLC39A11 17q24.3-q25.1 71106603 0.354 0.632 0.224

DKFZp566O084 17p12 20934776 0.352 0.578 0.204

BRCA1 17q21 41105082 0.352 0.563 0.198

NUP88 17p13.2 5234203 0.352 0.646 0.227

NBR2 17q21 43593571 0.351 0.657 0.230

SIAT7A 17q25.1 75084958 0.349 0.614 0.214

SOX9 17q24.3-q25.1 70581675 0.349 0.651 0.227

TOM1L2 17p11.2 17693214 0.349 0.868 0.303

SC65 17q21.2 39866970 0.348 0.751 0.261

SARM1 17q11 26550996 0.348 0.521 0.181

BAIAP2 17q25 79571170 0.348 0.556 0.193

ARF4L 17q12-q21 41487149 0.344 0.645 0.222

RAB11FIP4 29584076 0.344 0.518 0.178

LOC56270 17q25.3 81102215 0.343 0.525 0.180

NPEPPS 17q21 45950682 0.343 0.71 0.243

TBC1D16 17q25.3 78473500 0.340 0.694 0.236

LOC284058 17q21.31 44152360 0.339 0.623 0.211

DKFZP586L0724 17q24.2 66131602 0.338 0.695 0.235

ATP5H 17q25 73499116 0.336 0.754 0.253

Hs.113577 29555563 0.335 0.673 0.226

KPNB1 17q21.32 46069353 0.333 0.718 0.239

KCNH4 17q21.2 40217677 0.332 0.6 0.199

CRLF3 17q11.2 28973610 0.330 0.868 0.287

ACACA 17q21 35284697 0.326 0.785 0.256

FLJ13855 17q21.32 47327941 0.325 0.497 0.162

Hs.41877 3660855 0.325 0.668 0.217

MAP3K3 17q23.3 62040848 0.322 0.583 0.188

CCL2 17q11.2-q21.1 32430954 0.320 0.686 0.219

SLC16A3 17q25 80717365 0.320 0.561 0.179

PIGL 17p12-p11.2 16063591 0.319 0.505 0.161

PLD2 17p13.1 4661451 0.317 0.449 0.142

CGI-147 17q23.2 58116529 0.316 0.883 0.279

MAP2K3 17q11.2 21105837 0.316 0.562 0.177

MGC3123 17q21.31 42275338 0.314 0.508 0.160

Stk38 17 A3.3 27678289 0.311 0.698 0.217

PSCD1 17q25 77131206 0.311 0.714 0.222

RAB34 17q11.2 26893176 0.311 0.672 0.209

ELAC2 17p11.2 12838765 0.310 0.541 0.168

HS3ST3B1 17p12-p11.2 14147561 0.309 0.553 0.171
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		Supplemental Table 1: Correlation and ROC area

		This table shows the top 200 genes whose copy number correlates with the mRNA expression levels.

		The ROC area and the product of correlation coefficient and ROC area for these 200 genes were also

		included. Unigene Cluster ID was used in case of no symbol available for the gene.

		Symbol (or UGCluster)		Cytomap		Seq_pos in chro17		Corr. Coefficient		ROC area		Product

		WSB1		17q11.1		25472976		0.793		0.914		0.725

		FLJ22729				29077874		0.786		0.527		0.414

		NUP88		17p13.2		5189730		0.783		0.749		0.587

		TIMM22		17p13		854125		0.751		0.57		0.428

		GOSR1		17q11		28656316		0.737		0.581		0.428

		GGA3		17q25.1		73696852		0.732		0.618		0.452

		FLJ20343		17p12		15845837		0.728		0.644		0.469

		HSA277841		17p13.2		3665630		0.717		0.532		0.382

		KIAA1936		17p13.3		1633654		0.698		0.626		0.437

		MTMR4		17q22-q23		56911091		0.679		0.607		0.412

		SRR		17p13		2158057		0.666		0.56		0.373

		KPNA2		17q23.1-q23.3		66449342		0.653		0.727		0.475

		ITGAE		17p13		3568731		0.650		0.575		0.374

		Hs.97579				30578670		0.649		0.884		0.573

		FLJ20291		17q12		36867784		0.642		0.528		0.339

		MGC10986		17q23.3		62114073		0.624		0.739		0.461

		MGC9564		17q11.2		26577922		0.621		0.53		0.329

		PSMB3		17q12		36819339		0.618		0.713		0.440

		PRPSAP1		17q24-q25		74771126		0.617		0.616		0.380

		MNT		17p13.3		2238164		0.614		0.623		0.383

		NCOR1		17p11.2		15878314		0.610		0.663		0.405

		C17orf31		17p13.3		1913947		0.609		0.657		0.400

		Hs.116608				34859858		0.605		0.547		0.331

		ULK2		17p11.2		19581984		0.599		0.824		0.494

		CGI-150		17p13.3		616297		0.599		0.515		0.308

		TUBG1		17q21		40670497		0.599		0.565		0.338

		RUNDC1		17q21.31		41041346		0.597		0.632		0.377

		RAB11-FIP4				29568539		0.595		0.786		0.468

		DDX48		17q25.3		78671265		0.584		0.724		0.422

		ABR		17p13.3		890975		0.575		0.648		0.373

		CRK		17p13.3		1274828		0.574		0.604		0.347

		USP32		17q23.2		58598318		0.571		0.6		0.342

		SOCS7		17q12		36466751		0.565		0.646		0.365

		AKAP10		17p11.1		19713270		0.565		0.711		0.401

		FLJ32384		17q21.31		43257198		0.564		0.574		0.324

		Hs.131218				16393421		0.559		0.846		0.473

		KIAA0753		17p13.1		6426434		0.558		0.568		0.317

		MINK		17p13.2		4687410		0.554		0.512		0.284

		VAT1		17q21		41075386		0.551		0.699		0.385

		ANKFY1		17p13.3		4019416		0.550		0.794		0.437

		MGC45714		17q11.2		26536557		0.547		0.69		0.377

		FN3KRP		17q25.3		81204368		0.545		0.593		0.323

		ABR		17p13.3		860507		0.545		0.474		0.258

		ZNF286		17p11.2		15565587		0.541		0.509		0.275

		GEMIN4		17p13		601606		0.536		0.578		0.310

		ZNF403		17q12		34632451		0.535		0.7		0.374

		TUBG2		17q21		40720075		0.534		0.646		0.345

		Hs.514626		17p13.3		66589599		0.534		0.448		0.239

		Hs.12489				5319360		0.533		0.604		0.322

		GPS2		17p13		7161760		0.530		0.699		0.371

		NT5M		17p11.2		17149704		0.523		0.558		0.292

		LOC339229		17q25.3		80192061		0.522		0.635		0.332

		TRIP3		17q12		34573430		0.512		0.671		0.344

		ATPAF2		17p11.2		17864634		0.512		0.739		0.378

		YWHAE		17p13.3		1198256		0.512		0.446		0.228

		DKFZP586M1120		17p11.2		17819272		0.509		0.575		0.293

		EZH1		17q21.1-q21.3		40761058		0.509		0.837		0.426

		BRIP1		17q22-q24		60101846		0.502		0.822		0.413

		ARRB2		17p13		4564592		0.501		0.547		0.274

		Hs.132741		17q11.2		28912950		0.498		0.622		0.309

		TADA2L		17q12-q21		35498236		0.497		0.541		0.269

		SYNGR2		17q25.3		76625743		0.495		0.573		0.284

		SDK2		17q25.1		71798327		0.495		0.461		0.228

		CRLF3		17q11.2		28961571		0.495		0.613		0.303

		TK1		17q23.2-q25.3		76631255		0.493		0.677		0.334

		ITGA3		17q21.33		48475809		0.492		0.659		0.324

		C17orf31		17p13.3		2009956		0.491		0.432		0.212

		GSDML		17q12-q21.1		37971187		0.491		0.427		0.209

		RAD51C		17q22-q23		57112041		0.486		0.506		0.246

		PRPF8		17p13.3		1504733		0.485		0.549		0.266

		CDC6		17q21.3		38352909		0.484		0.718		0.347

		SLC43A2		17p13.3		1480276		0.483		0.749		0.362

		CGI-48		17q21.33		49679988		0.482		0.818		0.394

		COG1		17q25.1		71655527		0.480		0.727		0.349

		MYH10		17p13		8427167		0.479		0.426		0.204

		FLJ10156		17p13.2		6292578		0.479		0.782		0.374

		MGC10744		17p13.1		8019094		0.476		0.568		0.270

		FLJ30656		17q21.31		42122768		0.474		0.649		0.307

		UBB		17p12-p11.2		16227422		0.474		0.475		0.225

		LOC90110		17q21.2		37319253		0.472		0.693		0.327

		Hs.531067				45429514		0.470		0.54		0.254

		Hs.157726		17q24.3		71052045		0.469		0.51		0.239

		LOC57151		17q11.2		34110181		0.468		0.709		0.332

		DKFZP566H073		17p13.2		4788434		0.467		0.565		0.264

		EPN2		17p11.2		19045363		0.466		0.689		0.321

		ALDH3A2		17p11.2		19456609		0.466		0.548		0.255

		CHD3		17p13.1		7734890		0.462		0.753		0.348

		PITPN		17p13.3		1374325		0.461		0.797		0.368

		RAD51L3		17q11		33276058		0.453		0.589		0.267

		SSH2		17q11.2		27919349		0.452		0.666		0.301

		TLK2		17q23		60897322		0.450		0.597		0.269

		SREBF1		17p11.2		17572342		0.449		0.459		0.206

		SFRS1		17q21.3-q22		56422934		0.446		0.775		0.346

		ERAL1		17q11.2		27033912		0.444		0.574		0.255

		TRIM37		17q23.2		57417428		0.444		0.52		0.231

		ATP6V0A1		17q21		40519626		0.444		0.706		0.313

		THRAP1		17q22-q23		60417899		0.443		0.655		0.290

		ACLY		17q12-q21		39931944		0.442		0.499		0.220

		SLC43A2		17p13.3		1479384		0.440		0.627		0.276

		NSF		17q21		44678641		0.436		0.694		0.302

		ARHT1				30319533		0.435		0.796		0.347

		P2RX5		17p13.3		3527332		0.434		0.678		0.295

		PPY		17q21		42028937		0.433		0.695		0.301

		FLOT2		17q11-q12		27058227		0.429		0.666		0.286

		UBE2G1		1q42		4123890		0.428		0.568		0.243

		KLHL11		17q21.2		39918563		0.427		0.725		0.310

		NXPH3		17q21.33		47995557		0.426		0.554		0.236

		PDE6G		17q25		80177245		0.426		0.624		0.266

		MGC20398		17q12		33137260		0.425		0.65		0.276

		NF1		17q11.2		29272014		0.420		0.764		0.321

		WIRE		17q21.2		38323049		0.416		0.708		0.295

		MGC33894		17p11.1		21050720		0.412		0.588		0.243

		ZNF207		17q11.2		30525874		0.407		0.611		0.249

		MAP2K4		17p11.2		11979895		0.406		0.565		0.230

		SRP68		17q25.1		74499302		0.406		0.74		0.300

		SHMT1		17p11.2		18174243		0.406		0.745		0.302

		RUTBC1		17p13.3		2191618		0.405		0.658		0.266

		FLJ10385		17p13.1		7534605		0.404		0.758		0.306

		HS3ST3B1		17p12-p11.2		14150226		0.400		0.561		0.225

		PSMD12		17q24.2		65751574		0.398		0.709		0.282

		AP2B1		17q11.2-q12		33762949		0.398		0.508		0.202

		AURKB		17p13.1		8050591		0.398		0.626		0.249

		THRAP1		17q22-q23		60364903		0.397		0.527		0.209

		CAB2		17q12		37737732		0.396		0.73		0.289

		H3F3B		17q25		74237653		0.396		0.634		0.251

		GJA7		17q21.31		42892759		0.396		0.739		0.293

		ATP2A3		17p13.3		3777977		0.395		0.714		0.282

		BIRC5		17q25		76671423		0.392		0.805		0.316

		PMP22		17p12-p11.2		15076152		0.391		0.953		0.373

		TRAPPC1		17p13.1		7776645		0.391		0.55		0.215

		STAT5B		17q11.2		40262248		0.391		0.701		0.274

		MDS006		17p13.1		10544026		0.389		0.523		0.203

		HCRT		17q21		40244842		0.389		0.593		0.231

		NMT1		17q21.31		43149444		0.387		0.6		0.232

		SPAG7		17p13.2		4807305		0.386		0.542		0.209

		CDK5R1		17q11.2		30663262		0.382		0.689		0.263

		FDXR		17q24-q25		73322783		0.380		0.627		0.238

		FALZ		17q24.3		66328612		0.379		0.588		0.223

		HELZ		17q24.2		65484095		0.378		0.568		0.214

		C17orf35		17p11.2		21005781		0.377		0.651		0.245

		MPP3		17q12-q21		41888933		0.376		0.674		0.253

		MGC2744		17q21.31		41011309		0.372		0.603		0.225

		ProSAPiP2		17q21.32		46114708		0.372		0.532		0.198

		EXOC7		17q25.1		74541209		0.372		0.569		0.211

		AANAT		17q25		74927762		0.371		0.617		0.229

		LOC51321		17q24.2		66708760		0.369		0.775		0.286

		KCNJ16		17q23.1-q24.2		68565509		0.369		0.613		0.226

		PSMD11		17q11.2		30620211		0.368		0.557		0.205

		FLJ31528		17q25.3		79764287		0.368		0.504		0.185

		E2-230K		17q25.1		74850007		0.366		0.59		0.216

		SKIP		17p13.3		1348681		0.364		0.671		0.244

		Hs.110470				25416544		0.363		0.674		0.245

		CDK5RAP3		17q21.32		46390507		0.362		0.634		0.230

		NLK		17q11.2		26229425		0.362		0.58		0.210

		Hs.444858				37633505		0.361		0.62		0.224

		LOC90799		17q24.2		62920699		0.360		0.541		0.195

		CCL18		17q11.2		34244461		0.360		0.604		0.218

		ABC1		17q23.2		58462408		0.358		0.572		0.205

		SREBF1		17p11.2		17658447		0.358		0.558		0.200

		EIF4A1		17p13		7418953		0.356		0.604		0.215

		FLJ32499		17p13.1		7703785		0.354		0.627		0.222

		SLC39A11		17q24.3-q25.1		71106603		0.354		0.632		0.224

		DKFZp566O084		17p12		20934776		0.352		0.578		0.204

		BRCA1		17q21		41105082		0.352		0.563		0.198

		NUP88		17p13.2		5234203		0.352		0.646		0.227

		NBR2		17q21		43593571		0.351		0.657		0.230

		SIAT7A		17q25.1		75084958		0.349		0.614		0.214

		SOX9		17q24.3-q25.1		70581675		0.349		0.651		0.227

		TOM1L2		17p11.2		17693214		0.349		0.868		0.303

		SC65		17q21.2		39866970		0.348		0.751		0.261

		SARM1		17q11		26550996		0.348		0.521		0.181

		BAIAP2		17q25		79571170		0.348		0.556		0.193

		ARF4L		17q12-q21		41487149		0.344		0.645		0.222

		RAB11FIP4				29584076		0.344		0.518		0.178

		LOC56270		17q25.3		81102215		0.343		0.525		0.180

		NPEPPS		17q21		45950682		0.343		0.71		0.243

		TBC1D16		17q25.3		78473500		0.340		0.694		0.236

		LOC284058		17q21.31		44152360		0.339		0.623		0.211

		DKFZP586L0724		17q24.2		66131602		0.338		0.695		0.235

		ATP5H		17q25		73499116		0.336		0.754		0.253

		Hs.113577				29555563		0.335		0.673		0.226

		KPNB1		17q21.32		46069353		0.333		0.718		0.239

		KCNH4		17q21.2		40217677		0.332		0.6		0.199

		CRLF3		17q11.2		28973610		0.330		0.868		0.287

		ACACA		17q21		35284697		0.326		0.785		0.256

		FLJ13855		17q21.32		47327941		0.325		0.497		0.162

		Hs.41877				3660855		0.325		0.668		0.217

		MAP3K3		17q23.3		62040848		0.322		0.583		0.188

		CCL2		17q11.2-q21.1		32430954		0.320		0.686		0.219

		SLC16A3		17q25		80717365		0.320		0.561		0.179

		PIGL		17p12-p11.2		16063591		0.319		0.505		0.161

		PLD2		17p13.1		4661451		0.317		0.449		0.142

		CGI-147		17q23.2		58116529		0.316		0.883		0.279

		MAP2K3		17q11.2		21105837		0.316		0.562		0.177

		MGC3123		17q21.31		42275338		0.314		0.508		0.160

		Stk38		17 A3.3		27678289		0.311		0.698		0.217

		PSCD1		17q25		77131206		0.311		0.714		0.222

		RAB34		17q11.2		26893176		0.311		0.672		0.209

		ELAC2		17p11.2		12838765		0.310		0.541		0.168

		HS3ST3B1		17p12-p11.2		14147561		0.309		0.553		0.171



This table shows the top 200 genes whose copy number correlates with the mRNA expression levels. The ROC area and the product of correlation coefficient and ROC area for these 200 genes were also included. Unigene Cluster ID was used in case of no symbol available for the gene.




